INTERPRETATION TABLE

HLA-Cw*01 SSP subtyping

Amplification patterns of the Cw*0101 to Cw*0134 alleles

well®
1 2 3 4 5 6 7 8 9 10 | 11 | 12
Length of spec. 90 90 150 | 210 | 150 | 195 | 150 | 210 | 230 | 210 | 345 | 155
PCR product(s) 270 | 265 | 240 | 200 195 290
Length of int. 800 ] 1070} 800 | 1070| 800 | 1070|1070 | 1070] 800 | 1070] 800 ] 1070
pos. control’
52prwneds)2 368 | 368 | 89 89 | 368 | 406 | 368 | 368 | 368 | 368 | 368 | 485
*-gTg® | *-gTg¥ | *-gAA ¥ | ®-gAA | T -gTg ¥ | ® -gCA® | -gTg ¥ | ®-gTg ¥ | ®-gTg ¥ | *-gTg* | *-gTA® | -CAA*
368 | 368
*-gTg?| % -gTC?
3‘-primer(s)3 419 | 419 | 312 | 287 | 479 | 559 | 479 | 538 | 559 | 539 | 39| | 601
S.cgT¥|%-cgAa®| ¥ -AgT ¥| ®-TCcg¥|%-ccA®| % -cgT ¥ |%-cca®|®-cca®|®-cTCc®| ®-TcA®| ¥ -ATg¥|%-cTC?
595 | 477 | 538 | 527 523 | 539 619
S.ccT?|¥-gcA®|%-ccg®|”-cca® S.ACA?®|%.TCA?® SorTT?
Well No. 1 2 3 4 5 6 7 8 9 10 | 11 | 12
HLA-Cw allele®
*010201-010209 1
*0103 2
*0104 3 8
*0105 4
*0106 1 5
*0107 1 6
*0108 1 7
*0109 1 8
*0110 1 9
*0111 1 10
*0112 11
*0113 1 12
*0114 1 3
*0115 1 2
*0116 1 4
*0117 1
*0118 1
*0119 1
*0120 1 5 7
*0121
*0122 1 8 10
*0123 1
*0124 2
Well No. 1 2 3 4 5 6 7 8 9 10 | 11 | 12
Length of spec. 90 90 | 150 | 210 | 150 | 195 | 150 | 210 | 230 | 210 | 345 | 155
PCR product(s) 270 | 265 | 240 | 200 195 290
Well No. 1 2 3 4 5 6 7 8 9 10 | 11 | 12
*0125 1
*0126 1
*0127 1
*0128 1




*0129, 0133°
*0130
*0131
*0132

PR R e

*0134

11

*0358, 0437

*0359

*0509, 0517,

0815, B*1533
*0623

12

*0737, B*0777
A*0124
B*5418

HLA-Cw allele*

Well No.

10

11

12




INTERPRETATION TABLE

HLA-Cw*01 SSP subtyping

Amplification patterns of the Cw*0101 to Cw*0134 alleles

well®
13 0 14 | 15 | 16 | 17 | 18 | 19 | 20 | 21 | 22 | 23 | 24
155 | 240 | 230 | 255 | 75 195 | 100 | 110 | 125 | 255 | 235 | 250 Length of spec.
295 260 245 PCR product(s)
800 | 1070} 800 ] 1070] 800 | 800 | 1070} 800 | 800 | 1070 | 1070| 1070 Length of int.
pos. control®
89 89 89 89 (806 | 89 | 368 | 530 | 89 | 368 | 368 | 463 5'-primer(s)2
*-gAA 7| T gAA | TgAAT | T gAA T[T ggA | T -gAA | ®gTg ¥ | T -ggT ¥ [*-gAA T | T-gTg ¥ | T -gTg ¥ | ¥ -TgA”®
818 | 453 368
.ggc¥|%-AAT?® 5 .gTg?
201 | 289 | 278 | 301 | 846 | 244 | 427 | 601 | 172 | 583 | 560 | 3| 3'-primer(s)3
S.ctc®|%-AgCc¥| ¥ -ggT ¥ | " -gcA®|"-cAac®| ¥ -cTg®| ®-gTA®|%-cTC®|¥-CAT ¥| ¥ -gTg ¥ | ¥ -ACA®| ¥ -ATg *
341 3 573
S.cgT?® S.ATg?® S.AgA®
13 14 | 15 | 16 | 17 18 | 19 | 20 | 21 | 22 | 23 | 24 Well No.
HLA-Cw allele®
13 *010201-010209
13 *0103
13 *0104
13 *0105
13 *0106
13 *0107
13 *0108
13 *0109
13 *0110
13 *0111
13 *0112
13 *0113
13 *0114
13 *0115
13 *0116
13 14 *0117
13 15 *0118
13 16 *0119
13 *0120
14 *0121
13 *0122
13 14 16 *0123
13 17 *0124
13 14 | 15 | 16 | 17 18 | 19 | 20 [ 21 | 22 | 23 | 24 Well No.
155 | 240 | 230 | 255 | 75 195 | 100 | 110 | 125 | 255 | 235 | 250 Length of spec.
295 260 245 PCR product(s)
13 14 | 15 | 16 | 17 18 | 19 | 20 | 21 | 22 | 23 | 24 Well No.
13 17 *0125
13 18 *0126
13 19 *0127
13 20 *0128




13 21 *0129, 0133°
13 22 *0130
13 23 *0131
13 24 *0132
13 18 *0134
*0358, 0437

20 *0359

*0509, 0517,

0815, B*1533

*0623

*0737, B*0777

16 A*0124

13 B*5418
HLA-Cw allele*

13 | 14 | 15 | 16 | 17 | 18 | 19 | 20 | 21 | 22 | 23 | 24 Well No.




